This article reports draft genome sequences of 17 Pasteurella multocida strains isolated from naturally infected rabbits. The total lengths of the assembled contigs ranged between 2.21 and 2.48 Mb, and the total number of genes detected on the contigs ranged between 2,088 and 2,416.
genomes included between 12 and 38 contigs (size, Ͼ1 kb) and presented N 50 sizes ranging from 190,235 bp to 586,840 bp ( Table 1) .
The 17 draft genomes resulting from PacBio or Illumina sequencing were annotated using the Prokaryotic Genome Annotation Pipeline (PGAP) (12) . The number of potential genes ranged from 2,088 to 2,416 ( Table 1) .
Data availability. The genome sequences have been deposited in NCBI GenBank under BioProject accession number PRJNA355236 and the accession numbers presented in Table 1 . 
